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lar Immigration in the Spanish Language Press in the 
United States», Studia Neophilologica 86 (1); Marina 
Díaz, Gracia Piñero, María J. García y Geraldine Boylan 
(2015) «Metaphor and symbol. The portrait of Monte-
zuma II in the work of W.H. Prescot and its translation 
into Spanish by Joaquín Navarro», Babel International 
Journal of Translation 61 (2).
MARÍA JESÚS GARCÍA DOMÍNGUEZ is Ph.D. in Span-
ish Philology and Lecturer at the Faculty of Translation 
and Interpreting at the Universidad de Las Palmas de 
Gran Canaria (Spain). She is a member of Cognición, 
Texto y Contexto division at the Instituto Universitario 
de Análisis y Aplicaciones Textuales (IATEXT) and de-
velops her research in areas such as Pragmatics, Text 
Linguistics, Cognitive Linguistics and Spanish as the 
target language. She has published several articles 
in each of these areas: Marína Díaz, Gracia Piñero y 
María J. García (2013) «Adaptation Strategies in His-
torical Text: The Spanish Version of History of the 
Reign of Philip The Second, King of Spain by William 
H. Prescott», Intercultural Pragmatics 10 (3); Gracia 
Piñero, Marina Díaz y María J. García (2014) «Meta-
phors of Irregular Immigration in the Spanish Lan-
guage Press in the United States», Studia Neophilolog-
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Appleton Laboratory near Oxford, UK. He received 
PhD diploma from Kazan Physical-Technical Institute, 
USSR, after completion of post-graduate studies in 
Novosibirsk State University, USSR. In 1989-94, Dr. 
Krissinel worked in the Institute for Water and Envi-
ronmental Problems of Russian Academy of Sciences, 
studying effects of mercury and radionuclide pollution 
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ing scientist in Argonne National Laboratory, Chicago, 
USA, focussing on thermodynamic properties and MD 
simulations of metallic alloy microclusters. In 1997, 
he moved as a Humboldt Fellow to the University of 
Konstanz, Germany, to further advance his PhD stud-
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working with Prof. Ulrich Steiner, Konstanz, and Prof. 
Anatoly Burshtein, Weizmann Institute of Science, Re-
hovot, Israel. After 2000, Dr. Krissinel works as a sen-
ior scientific officer in the European Bioinformatics 
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and software for protein structure analysis (SSM) and 
identification of protein oligomeric states from crystal 
packings (PISA). In 2009, Dr. Krissinel joins the CCP4 
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Group, developing and maintaining the world-recog-
nised CCP4 Software Suite for protein crystallography. 
MARÍA MERINO BOBILLO es Doctora con Mención 
Europea por la Universidad de Valladolid, Máster en 
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de Valladolid y el Grupo de Investigación GdI-02 Co-
municación: Redes sociales y contenidos digitales de 
la Universidad Internacional de la Rioja.
CLAUDIA MILLÁN is a member of the Crystallo-
graphic Methods group at the María de Maeztu Unit 
of Excellence in Structural Biology in the Molecular 
Biology Institute of Barcelona. She received a degree 
in Biotechnology from Pablo de Olavide University in 
2011, and a MSc in Crystallography and Crystallization 
in 2012. She is currently developing computational 
methods to solve difficult macromolecular structures. 
She likes to write about science in general and struc-
tural biology in particular, and is editor of a Crystal-
lography section in the university science magazine 
MoleQla.
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(FEBS) Fellowship and moved to the Max Planck-In-
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a Marie Curie Fellowship and spent nine years at the 
European Molecular Biology Laboratory (EMBL) in 
Heidelberg (Germany), working in I. Sinning’s Group 
where he pioneered the study of the structure of the 
signal recognition particle (SRP), an essential ribo-
nucleoprotein complex involved in protein targeting. 
In the last years, his main research interests are the 
structural analysis of macromolecular complexes of 
the cell cycle such as the mammalian chaperonin CCT 
complex, and kinase regulators, where he uses the 
combination of X-ray crystallography and electron mi-
croscopy to gain new molecular insights. Dr. Montoya 
is also systematically pursuing the structure-function 
analysis of homing endonucleases also known as me-
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The Spanish Version of History of the Reign of Philip 
The Second, King of Spain by William H. Prescott», 
Intercultural Pragmatics 10 (3); Gracia Piñero Piñero 
y John Moore (2015) «Metaphorical Conceptualiza-
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portrait of Montezuma II in the work of W.H. Prescot 
and its translation into Spanish by Joaquín Navarro», 
Babel International Journal of Translation 61 (2).
JULIA SANZ APARICIO, Ph.D., obtained her doc-
torate in Chemistry in 1987 at the Universidad Com-
plutense de Madrid. Currently, she is a senior scientist 
at the Department of Crystallography and Structural 
Biology, of the Institute of Physical-Chemistry Roc-
ARBOR Vol. 191-772, marzo-abril 2015, a229. ISSN-L: 0210-1963 http://arbor.revistas.csic.es
SO
BRE LO
S AU
TO
RES
4
a229
asolano (CSIC) in Madrid (Spain). After getting her 
background on small-molecule Crystallography, she 
was an invited visitor at the Laboratory of Molecu-
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